(24) loops, as part of a three-dimensional network. The crystal structure also features weak C-HÁ Á Á interactions.
Structure description
We report the synthesis and structure of the title compound which comprises a 2,5-dimethylanilinium cation, a 4-hydroxybenzoate anion and neutral 2,5-dimethylaniline and 4-hydroxybenzoic acid molecules (Fig. 1) . The benzene rings of the cation (C1-C6) and anion (C17-C22) are inclined at an angle of 15.00 (9) Å while the benzene rings of the neutral molecules (C9-C14) and (C24-C29) are inclined at an angle of 11.08 (9) Å . The bond lengths of the ions and molecules are comparable with those in previously reported structures (Fun et al., 2011; Mani et al., 2015; Mathlouthi et al., 2014) .
In the arbitrarily chosen asymmetric unit, the anion and cation are connected by an N1-H1BÁ Á ÁO2 hydrogen bond and the ions are connected to the 4-hydroxybenzoic acid molecule through N1-H1AÁ Á ÁO5 and O4-H4AÁ Á ÁO2 hydrogen bonds, forming an R 2 2 (8) loop. Further, the 2,5-dimethylanilinium cation and 2,5-dimethylaniline molecule are connected through an N1-H1AÁ Á ÁN2 hydrogen bond (Table 1 and Fig. 2 ).
In the extended structure, pairs of O-HÁ Á ÁO [(O3-H3AÁ Á ÁO6 iv and O6-H6AÁ Á ÁO1
iii ) and (O6-H6AÁ Á ÁO1 iii and O4-H4AÁ Á ÁO2); for symmetry codes, see IUCrData (2016). 1, x161607 data reports Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg2 and Cg3 are the centroids of the C1-C6, C9-C14 and C24-C29 rings, respectively. 
Figure 1
The molecular structure of the title compound, with 30% probability displacement ellipsoids.
Figure 2
Hydrogen bonds within the asymmetric unit.
Figure 3
Partial crystal packing, showing the ring motif.
Figure 4
The crystal packing of the title compound viewed along the a axis. which generate a three-dimensional network (Fig. 4) . The crystal structure also features weak C-HÁ Á Á interactions.
Synthesis and crystallization
A mixture of 2,5-xylidine and 4-hydroxybenzoic acid dissolved in ethanol (molar ratio 1:1:1) was stirred for 4 h and then kept at room temperature. After three weeks, colourless blocks were obtained.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
data-1
IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
data-2
IUCrData (2016 Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) −x+2, −y+1, −z+1; (iii) x−1, y−1, z+1; (iv) −x+1, −y+2, −z+1; (v) x−1, y, z.
